ABSTRACT Phage Sepoy infects Salmonella enterica serovar Heidelberg, a Gramnegative bacterium that causes severe foodborne illnesses. Bacteriophages infecting this pathogen may be used as biocontrol agents for preventing Salmonella foodborne diseases. Here, we present the complete genome sequence of Sepoy, a T5-like siphophage.
10,295-bp direct terminal repeat as determined by PhageTerm (17) . The GC content of Sepoy is 40.6%. Sepoy has 25 tRNAs and 185 predicted protein-coding genes, among which 62 code for proteins with a putative function. Like phage T5 (18) , the Sepoy genome can be broadly divided into the following three parts: the preearly region, which is involved in early transfer of phage DNA into the host; the early region, which is responsible for DNA metabolism; and the late region, which consists of morphogenesis and lysis genes. Sepoy encodes a class III holin, an L-alanoyl-D-glutamate peptidase, and an overlapping spanin pair. Sepoy shares 89% and 67% overall DNA sequence identity with Salmonella phage Stitch (GenBank accession no. KM236244) (19) and phage T5 (GenBank accession no. AY543070), respectively, as determined by BLASTn.
Data availability. The genome sequence of phage Sepoy was submitted to GenBank as accession no. MK728825. The associated BioProject, SRA, and BioSample accession numbers are PRJNA222858, SRR8761742, and SAMN11191518, respectively.
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